
source ID:

14.11.1967Bohuslava Gallerachová

676114/1299

HLA DNA-typing report

source group:

TO-HLA Laborator, FN Plzen, E. Benese 13, 301 00 Plzen

11.3.2025

kadáver, poj. 111, DG T068, Karim - lůžka 255156
sample ID:

49/25 Q

V LIS č. vyš. D00213

(DNA extraction data not stored)

specimen: Blood

HLA-A

summarised typing interpretation:

(approval pending) 
SSP typing
last analysed by A. Spitzbart, 11.3.2025, allele marsh HLADB_3.52.0

Tested SSO/SSP Kits:

A-B-DR-DQ Combi Tray/2R6
entered: A. Spitzbart 11.3.2025
modified: A. Spitzbart 11.3.2025

typingkit olerup 20240101.07.vda

Due to sharing of sequence motifs in codon 38 and 47, DRB3*0114 will also be amplified in primer 
mixes 69, 70, 81, and DRB3*0123 in mix 69, in addition to primer mix 85.

allele marsh HLADB_3.54.0

source:

alleleDb

1c 2g 3c 4c 5c 6c 7c 8c

9c 10c 11c 12c 13c 14c 15c 16c

17c 18c 19c 20c 21c

common alleles tolrc. x-react.
A*02 (0)A2, A203, A210, -, 

Null
(0)

A2, A203, A210, -, NullA*02 A*02 (0)A2, A203, A210, -, 
Null

(0)

A24(9)A*02 A*24140101 (0)A2, A203, A210, -, 
Null

(0)

rare combinations tolrc. x-react.
A2, Low A2, -, A203, 
A210, Null

A*02 A*02 (0)Low A2, A2, -, A203, 
Null

(0)

-A*02 A*23XX (0)A2, Low A2, -, A203, 
A210, Null

(0)

-, Null, A24(9)A*02 A*24 (0)A2, Low A2, -, A203, 
A210, Null

(0)

HLA-B

summarised typing interpretation:

(approval pending) 
SSP typing
last analysed by A. Spitzbart, 11.3.2025, allele marsh HLADB_3.52.0

common alleles tolrc. x-react.
B47B*44 B*4703 (0)B44(12), Null (0)

rare combinations tolrc. x-react.

1 / 3
no valid resultreacting not reacting

Bohuslava Gallerachová SCORE v.5.00.41T
weak resultw?, ng c



Tested SSO/SSP Kits:

A-B-DR-DQ Combi Tray/2R6
entered: A. Spitzbart 11.3.2025
modified: A. Spitzbart 11.3.2025

typingkit olerup 20240101.07.vda

Due to sharing of sequence motifs in codon 38 and 47, DRB3*0114 will also be amplified in primer 
mixes 69, 70, 81, and DRB3*0123 in mix 69, in addition to primer mix 85.

allele marsh HLADB_3.54.0

source:

alleleDb

22c 23c 24c 25g 26c 27c 28c 29c

30c 31c 32c 33c 34c 35c 36c 37g

38c 39c 40c 41c 42c 43c 44c 45c

46c 47c 48g 49c 50g 51c 52c 53c

54c 55c 56g 57g 58c 59c 60c 61c

62c 63g 64c

B47, -B*44 B*47 (0)-, B44(12), Null (0)

HLA-DQB1

summarised typing interpretation:

(approval pending) 
SSP typing
last analysed by A. Spitzbart, 11.3.2025, allele marsh HLADB_3.52.0

Tested SSO/SSP Kits:

A-B-DR-DQ Combi Tray/2R6
entered: A. Spitzbart 11.3.2025
modified: A. Spitzbart 11.3.2025

typingkit olerup 20240101.07.vda

Due to sharing of sequence motifs in codon 38 and 47, DRB3*0114 will also be amplified in primer 
mixes 69, 70, 81, and DRB3*0123 in mix 69, in addition to primer mix 85.

allele marsh HLADB_3.54.0

source:

alleleDb

88c 89c 90g 91g 92c 93c 94g 95c

common alleles tolrc. x-react.
DQ7(3), -DQB1*02 DQB1*03 (0)DQ2 (0)

rare combinations tolrc. x-react.
DQ7(3), -, DQ8(3), NullDQB1*02 DQB1*03 (0)-, DQ2, Null (0)

HLA-DRB

summarised typing interpretation:

(approval pending) 
SSP typing
last analysed by A. Spitzbart, 11.3.2025, allele marsh HLADB_3.52.0

Tested SSO/SSP Kits:

A-B-DR-DQ Combi Tray/2R6
entered: A. Spitzbart 11.3.2025
modified: A. Spitzbart 11.3.2025

typingkit olerup 20240101.07.vda

Due to sharing of sequence motifs in codon 38 and 47, DRB3*0114 will also be amplified in primer 
mixes 69, 70, 81, and DRB3*0123 in mix 69, in addition to primer mix 85.

allele marsh HLADB_3.54.0

source:

alleleDb

65c 66c 67c 68c 69c 70c 71c 72g

73g 74c 75c 76c 77c 78c 79c 80c

81c 82c 83c 84c 85c 86g 87c

common alleles tolrc. x-react.
DR7DRB1*04 DRB1*07010101 (0)DR4, - (0)

DRB4
rare combinations tolrc. x-react.

DR7, -, NullDRB1*04 DRB1*07 (0)DR4, -, Null (0)

2 / 3
no valid resultreacting not reacting

Bohuslava Gallerachová SCORE v.5.00.41T
weak resultw?, ng c



3 / 3
no valid resultreacting not reacting

Bohuslava Gallerachová SCORE v.5.00.41T
weak resultw?, ng c


